The title compound, C 15 H 15 NO 2 , is a Schiff base that exists in the keto-enamine tautomeric form and adopts a Z configuration. The molecule is almost planar, with the two phenyl rings twisted relative to each other by 9.60 (18) . There is an intramolecular N-HÁ Á ÁO hydrogen bond present forming an S(6) ring motif. In the crystal, pairs of O-HÁ Á ÁO hydrogen bonds link adjacent molecules into inversion dimers with an R 2 2 (18) ring motif. The dimers are linked by very weak -interactions, forming layers parallel to (201) . Hirshfeld surface analysis, two-dimensional fingerprint plots and the molecular electrostatic potential surfaces were used to analyse the intermolecular interactions, indicating that the most important contributions for the crystal packing are from HÁ Á ÁH (55.2%), CÁ Á ÁH/HÁ Á ÁC (22.3%) and OÁ Á ÁH/HÁ Á ÁO (13.6%) interactions.
Chemical context
Schiff bases contain the azomethine moiety (-RCH N-R 0 ) and are prepared by condensation reactions between amines and active carbonyl compounds (Schiff, 1864) . In the majority of cases, the synthesis involves an aromatic amine and an aldehyde (Schiff et al., 1881) . Schiff bases are very important for production of chemical specialties such as pharmaceuticals including antibiotics, and of antiallergic, antitumor, antifungal, antibacterial, antimalarial or antiviral drugs. Schiff bases are also employed as catalyst carriers (Grigoras et al., 2001) , thermo-stable materials (Vančo et al., 2004) , metal-cation complexing agents or in biological systems (Taggi et al., 2002) . Schiff bases containing phenol indicate two possible tautomeric forms, viz. phenol-imine and keto-enamine.
In the current study, a new Schiff base, (Z)-6-{[(2-hydroxy-4-methylphenyl)amino]methylidene}-4-methylcyclohexa-2,4-dien-1-one, was obtained in crystalline form from the reaction of 2-amino-5-methylphenol with 2-hydroxy-5-methylbenzaldehyde. We report here its synthesis conditions and the molecular and crystal structures, supplemented by Hirshfeld surface analysis. 
Structural commentary
The molecular structure of the title compound is illustrated in Fig. 1 . The asymmetric unit comprises one molecule that adopts the keto-enamine tautomeric form, i.e. the H atom is located at the amine functionality (N1). The molecule is almost planar, with an r.m.s. deviation of 0.1061 Å for the complete molecule except the H atoms [largest deviation 0.176 (3) Å for C8]. The two phenyl rings (C1-C6 and C9-C14) are inclined by 9.60 (18) . The C1-O1 bond length [1.356 (3) Å ] to the hydroxy group is in the normal range, while the C14 O2 bond length is comparatively elongated [1.302 (4) Å ] due to the involvement of the carbonyl O atom in an intramolecular N-HÁ Á ÁO hydrogen bond, forming an S(6) ring motif. The C6-N1 and C8 N1 bond lengths are 1.404 (4) and 1.310 (4) Å , respectively. Overall, the bond lengths in the title structure compare well with those of other keto-enamine tautomers known from the literature (see: Database Survey). Karadag et al., 2011) . For example, in the structures of these typical keto-enamine tautomers, the corresponding C14 O2 and C8-C9 bond lengths are in the ranges 1.279-1.316 Å and 1.410-1.427 Å , respectively. It is likely that the intermolecular O-HÁ Á ÁO hydrogen bond, where the keto O atom acts as an hydrogen-bond acceptor, is an important prerequisite for the tautomeric shift toward the keto-enamine form. In fact, in all 25 structures of the keto-enamine tautomers, hydrogen bonds of this type are observed. Table 1 Hydrogen-bond geometry (Å , ).
Supramolecular features
0.87 (4) 1.83 (4) 2.585 (4) 144 (3) Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Figure 2
A view of the crystal packing of the title compound. Dashed lines denote the intermolecular O-HÁ Á ÁO hydrogen bonds (Table 1) forming an inversion dimer with an R 2 2 (18) ring motif.
Figure 3
The crystal packing of the title compound.
Figure 1
The molecular structure of the title compound, with displacement ellipsoids drawn at the 40% probability level. Dashed lines denote the intramolecular N-HÁ Á ÁO hydrogen bond (Table 1) forming an S(6) ring motif.
Hirshfeld surface analysis
A Hirshfeld surface analysis (Spackman & Jayatilaka, 2009 ) and the associated two-dimensional fingerprint plots (McKinnon et al., 2007) were performed with CrystalExplorer17 (Turner et al., 2017) for specifying the intermolecular interactions in the title compound. Fig. 4a illustrates the Hirshfeld surface mapped over d norm . The red spots highlight the interatomic contacts included in O-HÁ Á ÁO hydrogen bonding. The three-dimensional d norm surfaces were plotted with a colour scale of À0.7370 to 1.3366 Å with a standard (high) surface resolution. Fig. 4b shows the molecular electrostatic potential plotted over the three-dimensional Hirshfeld surface using the STO-3G basis set in the range À0.0975 to 0.2197 a.u. within the Hartree-Fock level of theory. The O-HÁ Á ÁO hydrogen-bond donors and acceptors are shown as blue and red areas around the atoms related with positive (hydrogen-bond donors) and negative (hydrogenbond acceptors) electrostatic potentials, respectively. Fig. 5a shows the two-dimensional fingerprint of the sum of all contacts contributing to the Hirshfeld surface indicated in normal mode. Fig. 5b illustrates the two-dimensional fingerprint of (d i , d e ) points related to HÁ Á ÁH contacts that represent a 55.2% contribution in the title structure. In Fig. 5c , two symmetrical wings on the left and right sides indicate CÁ Á ÁH/ HÁ Á ÁC interactions with a contribution of 22.3%. Furthermore, there are OÁ Á ÁH/HÁ Á ÁO (13.6%; Fig. 5d ), CÁ Á ÁC (4.9%) and CÁ Á ÁN/NÁ Á ÁC (2.6%) contacts. Fig. 6 shows the molecular electrostatic potential surface generated using the STO-3G basis set in the range À0.050 to 0.050 a.u. within the Hartree-Fock level of theory. The blue and red regions are associated with positive and negative molecular electrostatic potentials and represent the donor and acceptor groups, respectively, in hydrogen bonding. A view of the molecular electrostatic potential, in the range À0.0500 to 0.0500 a.u. calculated using the STO-3 G basis set in the range À0.050 to 0.050 a.u. within the Hartree-Fock level of theory.
Synthesis and crystallization
The title compound was prepared by refluxing a mixture of 2-hydroxy-5-methylbenzaldehyde (34.0 mg, 0.25 mmol) in ethanol (15 ml) and 2-amino-5-methylphenol (30.8 mg, 0.25 mmol) in ethanol (15 ml) for 5 h. Single crystals of the title compound for X-ray analysis were obtained by slow evaporation of an ethanol solution (yield 65%, m.p. 446-448 K).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The O-and N-bound H atoms were located in a difference-Fourier map and refined with O-H = 0.82 Å and N-H = 0.85 Å , and with U iso (H) = 1.5U eq (N,O). The C-bound H atoms were positioned geometrically and refined using a riding model with C-H = 0.93 and U iso (H) = 1.2U eq (C) for aromatic H atoms, and with C-H = 0.96 Å and U iso (H) = 1.5U eq (C) for methyl H atoms. SHELXL2018 (Sheldrick, 2015b) ; molecular graphics: PLATON (Spek, 2009) ; software used to prepare material for publication: WinGX (Farrugia, 2012) , SHELXL2018 (Sheldrick, 2015b) , PLATON (Spek, 2009) and publCIF (Westrip, 2010) .
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(Z)-6-[(2-Hydroxy-4-methylanilino)methylidene]-4-methylcyclohexa-2,4-dien-1-one
Crystal data Extinction coefficient: 0.007 (2)
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å
